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MARKED-UP COPY OF SPECIFICATION 



Page 3, paragraph 3: 

Figures 1(a), 1(b) and 1(c) depict a nucleotide sequence (SEQ ID NOS 1 and 2) that 
corresponds with amino acid residues 1-235 of VP26 (ORF23) (Ellen strain). This contains a total 
of 235 AA and has a theoretical moecular weight of 24.4 kDa The region in bold corresponds to an 
AA 12 - 235 VP26* immunoreactive fragment having a total of 224 amino acids and a theoretical 
molecular weight of 23 kDa. The rhombus (#) symbolizes a stop codon. The numbering of the 



g amino acids begins with a methionine start codon of the published ORF23 sequence (A.J. Davison 



[Figure 2 shows a nucleotide sequence that corresponds with the amino acid sequence 



Figure [3] 2 shows data obtained from an ELISA test in accordance with an embodiment of 
the invention. 
Page 4, paragraph 3 

Figure [4] 3 shows data obtained from another ELISA test in accordance with an embodiment 
of the invention. 



=p & J.E. Scott. (1986), J. Gen. Virol. 67, 1759-1816) as shown in this Figure [2]. 



4= Page 4, paragraph 1 



□ shown in Figure 1.] 



Page 4, paragraph 2 
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Page 4, paragraph 4 

[Figure 5 is a list of sequences described in the specification.] 

Page 9, paragraph 2 

Example 3: Cloning ORF23 (VP26) 

The viral DNA (see Example 1) or the phagemid vector, pBK/CMV-23, obtained from the 

immunoreactive lambda phage served as a template for amplifying the ORF23 (VP26) or, 

respectively, the ORF23 fragment (VP26*) which was inserted in vector pBK/CMV-23. The 
Q following primers were used as amplification oligonucleotides: VP26:VP26H 5' 
2 GGAATTCCGGATGACACAACCCGCATCGTCTCGTGTA 3' (SEQ ID NO:3) ; VP26R 5' 
J GCTCTAGATTACACCCTACGACTTCTTGAAGCGTTTCC 3* (SEQIDNO:4) ; VP26*:VP26*H 
O 5' GGAATTCCGCGCCTGCAGGTCGACACTAGTGGAT 3' (SEQ ID NO:5) ; 
g VP26*R 5 ' GCTCTAGATTACACCCTACGACTTCTTGAAGCGTTTCC 3 ' (SEQ ID NO:4) ; 

Page 9, paragraph 3 



These oligonucleotides are complementary to the corresponding segment of the published 
VZV sequence (A.J. Davison & J.E. Scott. (1986), J. Gen. Virol. 67, 1759-1816) or the sequence 
of vector pBK/CMV (Strategene), but they contain, at their 5' termini, a restriction cleavage site 
sequence which did not hybridize the template DNA. After amplification had taken place, the 
amplificate, of 726 bp or 714 bp in size, respectively, was cleaved terminally with the restriction 
enzymes EcoRI and Xbal and ligated into expression vector pMAL-c2, which had been linearized 
previously with EcoRI and Xbal. The entire ORF23 was completely sequenced in an overlapping, 
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bidirectional manner. The vectors were designated pMAL-VP26 and pMAL-VP26*, respectively. 
In addition, the region (VP26*) encoding the immunoreactive protein was cloned into vector 
pQE30. VZV genomic DNA was used as the template DNA. The following primers were used as 
amplification oligonucleotides: VP26*:VP26* 5' CGGATCCGATCCCAGCAACCCCACCAC 3' 
(SEQ ID NO:6) ; VP26R 5' GCTCTAGATTACACCCTACGACTTCTTGAAGCGTTTCC 3' (SEQ 
ID NO:4) . 
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SEQUENCE LISTING 



(1) GENERAL INFORMATION: 

(i) APPLICANT: 

(A) NAME: Dade Behring Marburg GmbH 

(B) STREET: Emil-von-Behring Str. 76 
S,(C) CITY: Marburg 

E) COUNTRY: Germany 
(to POSTAL CODE (ZIP): 35001 Marburg y 
(GVTELEPHONE: 06421/39-2332 
(H) TELEFAX: 06421/39-3631 

(ii) TITLE OF INVENTION: Immunreaktivofe Protein VP26 des 

Varicelra-Zoster-Virus (VZV) und seine diagnostische 
Verwendyig 

(iii) NUMBER OFV§EQUENCES: 8 

(iv) COMPUTER READABLE FO/M: 

(A) MEDIUM TYPE: Floppy risk 

(B) COMPUTER: ifeM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Pat&ptJn Release #1.0. Version #1.30 (EPO) 



(v) CURRENT APPLICA" 
APPLICATION NUMfiER 1 



DATA: 

)E 19757765.2 



(2) INFORMATION FOR 36 EQ ID N&1: 

(i) SEQUENCE CHARACTERISTIC^: 

(A) LENGTH: 236 amino acids 

(B) TYPE: amino acid 

(C) STRANDBDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: YES 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Varicella-Zoster-Virus 

(B) STRAIN: Ellen 

(vii) IMMEDIATE SOURCE: 
(B)JCLONE: VP26 

(viii) POSITION IN GENOME: 
(B) MAP POSITION: ORF23 



(xiYSEQUENCE DESCRIPTION: SEQ ID NO: 1: 
et Thr Gin Pro Ala Ser Ser Arg Val Val Phe Asp Pro Ser Asn Pro 



+ 
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Thr Thr Phe Ser Val Glu Ala He Ala Ala Tyr Thr Pro Val Ala Leu 
20 25 30 



le Arg Leu Leu Asn Ala Ser Gly Pro Leu Gin Pro Gly His Arg//a\ 
35 40 45 



Ala Ala An 
65 

Ala Met Phe Al\Glu Thr Asp 
85 

Gly Leu Lys Arg Thr 
100 

Asn Pro Ser Met Ser Leu 
115 120 

Lys Thr Gin Ser Ala Asp Gin 
130 135 




Ala Phe Ser Gly Ser Ser Pro Gin Hisvro Pro Pro Gin Thr Thr Ser 
145 150 755 \ 160 

Ala Ser Val Gly Gin Gin 
165 \ 

Gin Pro Gin Gin Gly Alj 
180 /85 

Ser Pro Pro Ala Al; 
195 

Gin Asn Thr Pro 
210 /21 

Gin Ser Gly 
225 

(2) INFORi 

(i) SEQUENCE CHARACTERISTICS: 
(a/lENGTH: 705 base pairs 
p) TYPE nucleic acid 
:) STRANDEDNESS: single 
^(D) TOPOLOGY: linear 

> MOLECULE TYPE: DNA (genomic) 

'(iii) HYPOTHETICAL: YES 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Varicella-Zoster-Virus 

(B) STRAIN: Ellen 

viii) POSITION IN GENOME: 
(B) MAP POSITION: ORF23 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 



CCCAC 

CGGCTTA CACCCCCGTT GCTTTAATAC jgACTTTTAAA 



ATGACACAA& CCGCATCGTC TCGTGTAGTC TTTGATCCCA GO 
CACATTTTCgX 60 



GTGGAAGCAA " 
CGCCAGTGGA 



CCTTTGCAAC CTGGTQACCG TGTGGACATC GCTGATJ5CCA GAAGCATTTA 
CACCGTGGGA 180 

GCCGCGGCCA GTGCCGC^CG TGCACGCGCT /yfcCATAATG CAAATACGAT 
ACGCCGAACG 240 

GCCATGTTTG CCGAGACTGA dgCTATGAC/ TGGTTAAGAC CAACGGTTGG 
CTTAAAACGT 300 

ACGTTTAACC CGCGTATTAT ACGA^C/CAA CCCCCAAATC CATCCATGAG 
TTTGGGAATC 360 



TCGGGGCCTA CTATATTGCC GC, 
TTTACAACAG 420 



CCCGCCGCGT TGGCGTTT 
AACGACGTCG 480 

GCATCCGTTG GACAA 
ACCGCAACAG 540 



GGAGCACAGT C 
CCAAGGCGTG 




OA CAGAGCGCCG ATCAGTCTGC 
GGGATCATCfc CCGCAACACC CCCCACCTCA 
ACACGTGGTG AgGGGTCTT CTGGACAACA 
CACTGT CCAGCCAACA ACCGGATCAC CGCCCGCGGC 
AACCCAAAAT ACCCCC(\gG GGGGTAAGGG 



CCCGCCCCC > 



CCACAGTCTA 
ACAGACCTTG' 660 



TCACACAQGG GACAATCTGG AAACGCTTCA AGAAGTCGTAXJGGTG 
705 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i)/$EQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(fi) MOLECULE TYPE: other nucleic acid 
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(A) DESCRIPTION: /desc = "Synthetische DNA" 
(ijO HYPOTHETICAL: NO 

(vik)RIGINAL SOURCE: 

(A) ORGANISM: Varicella-Zoster-Virus 
(BjsSTRAIN: Ellen 

(viii) POSITION IN GENOME: 

(B) MAPvPOSITION: ORF23 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
GGAATTCCGG ATGAC^CAAC CCGCATCGTC TCQtGTA 
(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 38 base pairs- 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single^ 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic a£ 
(A) DESCRIPTION: /desc/"Synthe^ische DNA" 

(iii) HYPOTHETICAL: NO 

(vi) ORIGINAL SOURCE^ 

(A) ORGANISM: N^aricella-Zoster-Virus 

(B) STRAIN: Ellen 

(viii) POSITION INJGENOME: 
(B) MAP POSITION: ORF23 



37 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 
GCTCTAGATT ACACCCTACG ACTTCTTGAA GCGTTTCC 
(2) INFORMATION FOR SEQ ID NO: 5: 

[i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "Synthetische DNA" 



(iii) HYPOTHETICAL: NO 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Varicella-Zoster-Virus 

(B) STRAIN: Ellen 

(viii) POSITION IN GENOME: 
(B) MAP POSITION: ORF23 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 
GGAATTGCGC GCCTGCAGGT CGACACTAGT GGAT 
(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTN: 38 base pairs 

(B) TYPE: nJcleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY^ linear 

(ii) MOLECULE TYPE\pther nucleic aoi& 
(A) DESCRIPTION: Vdesc = "Sy/rfhetische DNA" 

(iii) HYPOTHETICAL: NO 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Varicella/2^ster-Virus 

(B) STRAIN: Ellen 

(viii) POSITION IN GENO^ 

(B) MAP POSITlONyORF23 



34 



(xi) SEQUENCE DESCRIPTION: SEQ ID N$: 6: 
GCTCTAGATT AOACCCTACG ACTTCTTGAA <\CGTTTCC 
(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) VYPE: nucleic acid 
(CVSTRANDEDNESS: single 
($ TOPOLOGY: linear 

(ti^OLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "Synthetische DNA" 
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(iiO HYPOTHETICAL: NO 



(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Varicella-Zoster-Virus 

(B) STRAIN: Ellen 
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(viii) POSITION IN GENOME: 
(B) MAP POSITION: ORF23 



U3 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
SCGGATCCGAT CCCAGCAACC CCACCAC 
(^INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) C^NGTH: 38 base pairs 

(B) TYPE nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPENMher nuclei acid 
(A) DESCRIPTION: T^sc^Synthetische DNA" 

(iii) HYPOTHETICAL: NO 

(vi) ORIGINAL SOURC 

(A) ORGANISM: yarizella-Zoster-Vi?) 

(B) STRAIN: EHeYi 

(viii) POSITION IN GENOME: 
(B) MAP POSITION: ORF23 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 
GC7CTAGATT ACACCCTACG ACTTCTTGAA GCGTTTCC 
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